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DefinitionParser
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ModelRegistry
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ModelLocation
- _profiles: Dict[name str: path:str]
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+ method(type): type
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+ path: str
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+ method(type): type
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model

ModelBank
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accessory: ListfModelGene] —
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+ gene_ref: ModelGene

+ method(type): type
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+ model: Model

+ gene: CoreGene

GeneStatus
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RepliconDB
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+ NEUTRAL

+ FORBIDEN

+ method(type): type
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+ method(type): type

— + profile: Profile
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+ method(type): type
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GeneBank

+ field: type

+ method(type): type

profile

Profile

+ field: type

+ method(type): type

+ method(type): type

Hit

(—01+ gene: CoreGene
+id: str

+ seq_length: int

+ replicon_name: str
+ position: int

hit

HitWeight

+ itself: float
+ exchangeable: float
+ mandatory: float

+ accessory: float

+ method(type): type

+ method(type): type + method(type): type

ModelPackage

+ field: type

+ method(type): type
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+ neutral: float

+ out_of_cluster: float

ModelHit <
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+ method(type): type
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Cluster
+ hits: Hit/ValidHit

+ model: Model

+ method(type): type
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AbstractSetOfHits

+ model: Model

RejectedClusters
+ clusters: List[Cluster]

+ model: Model
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System
+ clusters: List[Cluster]

+ model: Model

SV N

cluster

build_clusters

scaffold_to_cluster
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filter_loners

> MetaSetOfHits

+ method(type): type

<<Abstract>>
AbstractSetOfHits

+ method(type): type
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AbstractMatchMaker

+ sort_hits_by_status
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+ match
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OrderedMatchMaker

+ method(type): type

UnOrderedMatchMaker

+ hit: Hit

+ status: GeneStatus
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+ gene_ref: ModelGene
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+ model: Model
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+ neutral_hits: List[ValidHit]
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Solution

+ systems: [System, ...]
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Config

+ field: type

+ field: type

+ method(type): typ

+ method(type): tyg
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ModelConfParser
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Metadata

+ field: type

+ method(type): type

Maintainer

+ field: type

+ method(type): type
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CounterpartHit

+ hit: Hit

+ status: GeneStatus

+ gene_ref: ModelGene
+ loner: False

+ multi_system: True

+ counterpart: [ModelHit, ]
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SystemSerilizer

+ system: System

+ serailize(): type
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TxtSystemSerializer

TxtLikelySystemSerializer

+ serialize(system):Strin
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TsvSystemSerializer
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TsvSpecialHitSerializer
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TsvSolutionSerializer
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+ loner: True + multi_system: True
Extends Extends
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+ system: System

+ serialize():String
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systems_to_tsv
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